A Comparison of Genes Ranked by Network Connectivity and Differential Expression in the
Zhou et al data set

Ingenuity Pathway Analysis off unctional enrichments in the set of genes ranked within the top 1000 by

Student’s t-test and kye

and yet do not overlap with eachother. Venn diagrams show the amount of gene

overlap in the top 1000 pluripotency genes and the 1000 genes most significantly down-regulated upon Oct4
RNAi (left) and gene overlap oft he top 1000 differentiation genes and the 1000 genes most significantly up-
regulated with Oct4 RNAiI (right). Significance of expression change was determined by Student’s t-statistic.
p-values have been corrected for multiple hypothesis test (Benjamini-Hochberg).

196 804

\o/

Pluripotency

280 720

Differentiation

0.0 0.1 0.2 0.3 0.4 0.5 0.6 0.7 0.8 0.9 1.0 1.1 1.2 1.3 14 15 1.6 17

DNA Replication,
Recombination, &
Repair

RNA Damage
& Repair

Cancer

Cell Cycle

Energy
Production

Nucleic Acid
Metabolism

-log(B-H p-value)
1.8 1.9

Significance
Threshold

0.

Post-Translational
Modification

Cell Morphology

Cellular Assembly
and Organization

Nervous System
Development and
Function

Cancer

Cellular Movement

Cell-to-Cell Signaling
and Interaction

Tissue Development

Molecular Transport

Vitamin and
Mineral Meabolism

Cell Death

Connective Tissue
Disorders

Protein Synthesis

-log(B-H p-value)

00 025 0.50 0.75 1.00 1.25 1.50 1.75 2.00 225 250 275 3.00 3.25

11111

Significance
Threshold



